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A GENETIC RISK SCORE FOR ATRIAL FIBRILLATION IS ASSOCIATED WITH CARDIOEMBOLIC STROKE 
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Objectives: To determine whether a genetic risk score (GRS) for atrial fibrillation (AF) is associated with the risk of cardioembolic stroke (CES) in the Vienna Stroke Registry (VSR) cohort.
Background: Four single nucleotide polymorphisms (SNPs), rs2200733, rs10033464, rs2106261, and rs13376333, are associated with AF with genome-wide significance. Of these, rs2200733 and rs10033464 were also associated with CES in independent studies. Since AF is a risk factor for CES, we evaluated a GRS that combined the genetic risk for AF of four SNPs for an association with CES.
Methods: The genotypes of the four SNPs were determined for 202 CES cases and 815 controls in the VSR. A weighted AF GRS was calculated by summing the natural log of the risk estimate for each risk allele present in an individual. The association between the GRS (in tertiles) and CES was assessed by logistic regression.
Results: The risk alleles of rs2200733, rs10033464, rs2106261, and rs13376333 contribute 0.54, 0.33, 0.22, and 0.12, respectively, to the AF GRS which ranged from 0 to 1.65 among the VSR individuals. The GRS tertiles were 0 to 0.12 (bottom), >0.12 to 0.54 (middle), and >0.54 (top), respectively. Individuals in the top and the middle GRS tertiles had an increased risk for CES with odds ratios of 1.72 (95% CI 1.18-2.51) and 1.36 (95% CI 0.91-2.03), respectively, compared with individuals in the bottom tertile. The trend test p value was 0.005.
Conclusion: A genetic risk score of AF was associated with cardioembolic stroke in the Vienna Stroke Registry.

